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w[1]; P{w[+mC]=UAS-Ubx.Ia.C}36.2/TM3, Ser[1]
RRID:BDSC_911
Type: Organism

Proper Citation

RRID:BDSC_911

Organism Information

URL: https://n2t.net/bdsc:911

Proper Citation: RRID:BDSC_911

Description: Drosophila melanogaster with name w[1]; P{w[+mC]=UAS-
Ubx.Ia.C}36.2/TM3, Ser[1] from BDSC.

Species: Drosophila melanogaster

Notes: Donor: Michael Akam, University of Cambridge

Affected Gene: UAS, Ubx, Ser, w

Genomic Alteration: Chromosome 1, Chromosome 3

Catalog Number: 911

Database: Bloomington Drosophila Stock Center (BDSC)

Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_911, BL911

Organism Name: w[1]; P{w[+mC]=UAS-Ubx.Ia.C}36.2/TM3, Ser[1]

Record Creation Time: 20240911T222124+0000

Record Last Update: 20260826T175025+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_154697-1/BDSC_911/resolver
https://n2t.net/bdsc:911


No rating or validation information has been found for w[1]; P{w[+mC]=UAS-
Ubx.Ia.C}36.2/TM3, Ser[1].

No alerts have been found for w[1]; P{w[+mC]=UAS-Ubx.Ia.C}36.2/TM3, Ser[1].

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics

We found 7 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .

Buffry AD, et al. (2023) Characterisation of the role and regulation of Ultrabithorax in
sculpting fine-scale leg morphology. Frontiers in cell and developmental biology, 11,
1119221.

Brown HE, et al. (2023) Polycomb safeguards imaginal disc specification through control
of the Vestigial-Scalloped complex. Development (Cambridge, England), 150(18).

Bu S, et al. (2023) Polycomb group genes are required for neuronal pruning in Drosophila.
BMC biology, 21(1), 33.

Brown HE, et al. (2023) Polycomb safeguards imaginal disc specification through control
of the Vestigial-Scalloped complex. bioRxiv : the preprint server for biology.

Issa AR, et al. (2019) A Single MicroRNA-Hox Gene Module Controls Equivalent
Movements in Biomechanically Distinct Forms of Drosophila. Current biology : CB, 29(16),
2665.

Zmojdzian M, et al. (2018) Distinct subsets of Eve-positive pericardial cells stabilise
cardiac outflow and contribute to Hox gene-triggered heart morphogenesis in Drosophila.
Development (Cambridge, England), 145(2).

Diaz-de-la-Loza MD, et al. (2018) Apical and Basal Matrix Remodeling Control Epithelial
Morphogenesis. Developmental cell, 46(1), 23.

https://neuinfo.org/rin/sources/SCR_003115
https://neuinfo.org/data/record/nlx_154697-1/BDSC_911/resolver/mentions

