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y[1] w[*]; P{w[+mC]=GAL4-Act5C(FRT.CD2).P}S

RRID:BDSC_4780
Type: Organism

Proper Citation

RRID:BDSC_4780

Organism Information

URL.: https://n2t.net/bdsc:4780

Proper Citation: RRID:BDSC 4780

Description: Drosophila melanogaster with name y[1] w[*]; P{w[+mC]=GAL4-
Act5C(FRT.CD2).P}S from BDSC.

Species: Drosophila melanogaster

Notes: Donor: Bruce Edgar, Fred Hutchinson Cancer Center; Donor's Source: Larry
Zipursky, University of California, Los Angeles

Affected Gene: ActbC, FRT, GAL4, w, y

Genomic Alteration: Chromosome 1, Chromosome 3

Catalog Number: 4780

Database: Bloomington Drosophila Stock Center (BDSC)
Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_4780, BL4780

Organism Name: y[1] w[*]; P{w[+mC]=GAL4-Act5C(FRT.CD2).P}S
Record Creation Time: 20240911T222146+0000

Record Last Update: 20260829T185517+0000

Ratings and Alerts



https://neuinfo.org
https://neuinfo.org/data/record/nlx_154697-1/BDSC_4780/resolver
https://n2t.net/bdsc:4780

No rating or validation information has been found for y[1] w[*]; P{w[+mC]=GAL4-
Act5C(FRT.CD2).P}S.

No alerts have been found for y[1] w[*]; P{w[+mC]=GAL4-Act5C(FRT.CD2).P}S.

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)
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