Resource Summary Report

Generated by NIF on Aug 8, 2026

y

(1] sc[*] v[1] sev[21]; P{y[+t7.7]

Vv

+11.8]=TRIP.HMS00531}attP2

RRID:BDSC_32840
Type: Organism

Proper Citation

RRID:BDSC_32840

Organism Information

URL: https://n2t.net/bdsc:32840

Proper Citation: RRID:BDSC_32840

Description: Drosophila melanogaster with name y[1] sc[*] v[1] sev[21]; P{y[+17.7]
v[+t1.8]=TRiP.HMS00531}attP2 from BDSC.

Species: Drosophila melanogaster

Notes: Donor: Transgenic RNAI Project

Affected Gene: polybromo, UAS, sc, sev, v, y

Genomic Alteration: Chromosome 1, Chromosome 3
Catalog Number: 32840

Database: Bloomington Drosophila Stock Center (BDSC)
Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_32840, BL32840

Organism Name: y[1] sc[*] v[1] sev[21]; P{y[+t7.7] v[+t1.8]=TRiIP.HMS00531}attP2
Record Creation Time: 202409117222537+0000

Record Last Update: 20260801T195122+0000

Ratings and Alerts



https://neuinfo.org
https://neuinfo.org/data/record/nlx_154697-1/BDSC_32840/resolver
https://neuinfo.org/data/record/nlx_154697-1/BDSC_32840/resolver
https://n2t.net/bdsc:32840

No rating or validation information has been found for y[1] sc[*] v[1] seVv[21]; P{y[+t7.7]
v[+t1.8]=TRiP.HMS00531}attP2.

No alerts have been found for y[1] sc[*] v[1] sev[21]; P{y[+17.7]
v[+t1.8]=TRiP.HMS00531}attP2.

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics

We found 5 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Hu X, et al. (2021) The Osa-Containing SWI/SNF Chromatin-Remodeling Complex Is
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Pu J, et al. (2021) Repression precedes independent evolutionary gains of a highly
specific gene expression pattern. Cell reports, 37(4), 109896.

Pillidge Z, et al. (2019) SWI/SNF chromatin remodeling controls Notch-responsive
enhancer accessibility. EMBO reports, 20(5).
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