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Proper Citation

IFOM ETS Cogentech Cancer Genetic Test Laboratory Laboratory Core Facility
(RRID:SCR_026940)

Resource Information

URL: https://www.cogentech.it/diagnostic-services-overview.php

Proper Citation: IFOM ETS Cogentech Cancer Genetic Test Laboratory Laboratory Core
Facility (RRID:SCR_026940)

Description: Cogentech's CGT lab is offering its diagnostic services for Hereditary
Tumors (Cancer Risk) and for Personalized Medicine (Therapy) to clinicians, laboratories
and hospitals.

Synonyms: , Cogentech Cancer Genetic Test Laboratory, Cogentech CGT lab (Cancer
Genetic Test Laboratory)

Resource Type: service resource, access service resource, core facility
Keywords: ABRF, diagnostic services, Hereditary Tumors, Personalized Medicine,

Resource Name: IFOM ETS Cogentech Cancer Genetic Test Laboratory Laboratory Core
Facility

Resource ID: SCR_026940

Alternate IDs: ABRF_3220

Alternate URLS: https://coremarketplace.org/?FacilitylID=3220&citation=1
Record Creation Time: 20250514T061509+0000

Record Last Update: 20260804T043859+0000

Ratings and Alerts
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No rating or validation information has been found for IFOM ETS Cogentech Cancer
Genetic Test Laboratory Laboratory Core Facility.

No alerts have been found for IFOM ETS Cogentech Cancer Genetic Test Laboratory
Laboratory Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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