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Proper Citation

AlphaFold Protein Structure Database (RRID:SCR_023662)

Resource Information

URL: https://alphafold.ebi.ac.uk/

Proper Citation: AlphaFold Protein Structure Database (RRID:SCR_023662)

Description: Database of protein structure predictions by AlphaFold that are freely and
openly available to global scientific community. Included are nearly all catalogued proteins
known to science. Provides programmatic access to and interactive visualization of
predicted atomic coordinates, per residue and pairwise model confidence estimates and
predicted aligned errors.

Abbreviations: AlphaFold DB

Resource Type: data or information resource, database

Defining Citation: PMID:34791371

Keywords: EMBL-EBI, protein structure predictions, AlphaFold, catalogued proteins,
protein, programmatic access, interactive visualization,

Availability: Free, Freely available

Resource Name: AlphaFold Protein Structure Database

Resource ID: SCR_023662

Alternate IDs: r3d100013615

Alternate URLs: https://doi.org/10.17616/R31NJMZZ

Record Creation Time: 20230607T050210+0000

Record Last Update: 20260829T183048+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_023662/resolver
https://alphafold.ebi.ac.uk/
https://pubmed.ncbi.nlm.nih.gov/34791371


No rating or validation information has been found for AlphaFold Protein Structure
Database.

No alerts have been found for AlphaFold Protein Structure Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1771 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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