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Proper Citation

SPRING (RRID:SCR_023578)

Resource Information

URL: https://kleintools.hms.harvard.edu/tools/spring.html

Proper Citation: SPRING (RRID:SCR_023578)

Description: Interactive web tool to visualize single cell data using force directed graph
layouts. Kinetic interface for visualizing high dimensional single cell expression data.
Collection of pre-processing scripts and web browser based tool for visualizing and
interacting with high dimensional data.

Resource Type: data access protocol, software resource, web service

Defining Citation: PMID:29228172

Keywords: visualizing high dimensional single cell expression data, single cell expression
data visualization, high dimensional data,

Funding: NIGMS 5T32GM080177;
NCI 1R33CA212697;
Burroughs-Wellcome Career Award at the Scientific Interface ;
Edward J Mallinckrodt Foundation Fellowship

Availability: Free, Available for download, Freely available

Resource Name: SPRING

Resource ID: SCR_023578

Alternate URLs: https://github.com/AllonKleinLab/SPRING/,
https://github.com/AllonKleinLab/SPRING_dev

Record Creation Time: 20230520T050209+0000

Record Last Update: 20260805T044518+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_023578/resolver
https://kleintools.hms.harvard.edu/tools/spring.html
https://pubmed.ncbi.nlm.nih.gov/29228172


No rating or validation information has been found for SPRING.

No alerts have been found for SPRING.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Jou V, et al. (2024) Regeneration-specific promoter switching facilitates Mest expression
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32.
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membrane scaffolds. Nature communications, 14(1), 8086.
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communications, 3(1), 63.

Hu H, et al. (2023) Thyroid Cancers Exhibit Oncogene-Enhanced Macropinocytosis that Is
Restrained by IGF1R and Promote Albumin-Drug Conjugate Response. Clinical cancer
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3457.
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cellular cargo uptake. Nature communications, 11(1), 440.
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