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Proper Citation

DADA2 (RRID:SCR_023519)

Resource Information

URL.: https://benjjneb.qgithub.io/dada2/

Proper Citation: DADA2 (RRID:SCR_023519)

Description: Open source software R package for modeling and correcting lllumina
sequenced amplicon errors. Fast and accurate sample inference from amplicon data with
single nucleotide resolution.

Resource Type: software resource, software toolkit

Defining Citation: PMID:27214047

Keywords: modeling and correcting amplicon errors, lllumina sequenced amplicon errors,
amplicon errors, sample inference, amplicon data, single nucleotide resolution

Funding: NSF;

NIAID RO1AI112401;

Samarth Foundation

Availability: Free, Available for download, Freely available
Resource Name: DADA2

Resource ID: SCR_023519

Alternate URLSs: https://bioconductor.org/packages/dada2/

License: LGPL v2
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Record Creation Time: 20230502T050211+0000

Record Last Update: 20250519T205032+0000

Ratings and Alerts
No rating or validation information has been found for DADAZ2.

No alerts have been found for DADAZ2.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 735 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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diversity in cucurbit-feeding fruit flies (Diptera, Tephritidae). PloS one, 20(1), e0313447.

Nomosatryo S, et al. (2025) The role of anthropogenic influences on a tropical lake
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ecology, 101(1).

Sun S, et al. (2025) Effects of Enterococcus faecalis Supplementation on Growth
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Luque G, et al. (2025) Impact of Ex Vivo Bisphenol A Exposure on Gut Microbiota Dysbiosis
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immunotherapy-related colitis. The Journal of experimental medicine, 222(1).
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