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Proper Citation

Brassicaceae Database (RRID:SCR_023019)

Resource Information

URL: http://brassicadb.cn

Proper Citation: Brassicaceae Database (RRID:SCR_023019)

Description: Database includes newly released genome sequences of Brassiceae
species and published genomic data of most other Brassicaceae species.Data can be
browsed in JBrowse or searched in BLAST. Offers service of searching for syntenic
genes, which are generated based on their syntenic relationships to genes in Arabidopsis
thaliana. Regularly updated with newly released reference genomes.

Abbreviations: BRAD

Resource Type: data or information resource, database

Defining Citation: DOI:10.1093/nar/gkab1057

Keywords: genome sequences, Brassiceae species, published genomic data, syntenic
genes,

Funding: National Natural Science Foundation of China ;
National Programon Key Research Project

Availability: Free, Freely available

Resource Name: Brassicaceae Database

Resource ID: SCR_023019

Record Creation Time: 20221130T050154+0000

Record Last Update: 20260821T194243+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_023019/resolver
http://brassicadb.cn
https://dx.doi.org/10.1093/nar/gkab1057


No rating or validation information has been found for Brassicaceae Database.

No alerts have been found for Brassicaceae Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 400 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Characterization of BcFT-1/2 in Choy Sum (Brassica rapa subsp. chinensis var.
parachinensis). International journal of molecular sciences, 27(10).

Sultana N, et al. (2026) Genome Wide Identification and Characterization of BrE2F Family
Gene of Brassica rapa. International journal of genomics, 2026, 7106391.

Hu Y, et al. (2026) Genome-wide identification and analysis of the Delay Of Germination 1
(DOG1) gene family in Brassica napus and its potential role in Manganese (Mn) stress
response. BMC plant biology, 26(1).

Zhu Y, et al. (2026) BolAG-BolRPI2-BolBAM4 Module Regulates the Bolting of Curd by
Modulating Starch Metabolism in Broccoli (Brassica oleracea var. italica). Plant
biotechnology journal, 24(3), 1465.

Liu J, et al. (2026) Cloning and functional analysis of the lobed-leaf gene BjA10.LL in
Brassica juncea L. Stress biology, 6(1), 8.

https://neuinfo.org/rin/sources/SCR_005400
https://neuinfo.org/data/record/nlx_144509-1/SCR_023019/resolver/mentions
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