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Proper Citation

Cornell University BRC Genomics Core Facility (RRID:SCR_021727)

Resource Information

URL.: https://www.biotech.cornell.edu/core-facilities-brc/facilities/genomics-facility

Proper Citation: Cornell University BRC Genomics Core Facility (RRID:SCR_021727)

Description: Full Service DNA Sequencing and Genotyping facility. Offers Sanger,Fragment
Analysis, lllumina, RT and Digital PCR, Single Cell, large projects, sample/library prep and
QC.Houses state of the art instruments for all your sequencing needs including, capillary
DNA analysis, single cell applications, long read capabilities. We also provide many
instruments that can be operated by you for sample preparation and quality control of all
sample types.

Synonyms: Cornell University BRC Genomics Facility, BRC Genomics Facility
Resource Type: core facility, service resource, access service resource

Keywords: USEDit, ABRF, DNA Sequencing, Genotyping, capillary DNA analysis, single
cell applications, long read capabilities

Funding:

Availability: open

Resource Name: Cornell University BRC Genomics Core Facility
Resource ID: SCR_021727

Alternate IDs: ABRF_74

Alternate URLSs: https://coremarketplace.org/?FacilitylD=74, http://www.biotech.cornell.edu
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Record Creation Time: 20220129T080357+0000
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Ratings and Alerts

No rating or validation information has been found for Cornell University BRC Genomics
Core Facility.

No alerts have been found for Cornell University BRC Genomics Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 53 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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