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Type: Tool

Proper Citation

NanoString nCounter Analysis System (RRID:SCR_021712)

Resource Information

URL.: https://www.nanostring.com/products/ncounter-analysis-system/ncounter-systems-
overview/

Proper Citation: NanoString nCounter Analysis System (RRID:SCR_021712)

Description: System includes hardware and software. Options include nCounter
SPRINT,nCounter MAX or nCounter FLEX. Platform used for multiplex analysis of up to 800
RNA, DNA, or protein targets. System can be combined with GeoMx Digital Spatial Profiler
(DSP) to enable high-plex, spatially-resolved RNA, and protein quantification.

Abbreviations: nCounter
Synonyms: nCounter Analysis System
Resource Type: instrument resource

Keywords: Multiplex analysis, RNA analysis, DNA analysis, Protein analysis, NanoString
Differential Expression, NanoString, analysis system, instrument, equipment, USEDit, ABRF

Funding:

Availability: Commercially available

Resource Name: NanoString nCounter Analysis System
Resource ID: SCR_021712

Record Creation Time: 20220129T080357+0000

Record Last Update: 20250420T015132+0000
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Ratings and Alerts
No rating or validation information has been found for NanoString nCounter Analysis System.

No alerts have been found for NanoString nCounter Analysis System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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