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Resource Information

URL: https://www.expasy.org/resources/uniprotkb-swiss-prot

Proper Citation: UniProtKB/Swiss-Prot (RRID:SCR_021164)

Description: Curated component of UniProtKB (produced by the UniProt consortium). It
contains hundreds of thousands of protein descriptions, including function, domain
structure, subcellular location, post-translational modifications and functionally
characterized variants.

Synonyms: Swiss-Prot, SwissProt

Resource Type: database, data or information resource

Defining Citation: DOI:10.1093/nar/26.1.38

Keywords: protein descriptions, protein function, protein, domain structure, subcellular
location, post-translational modifications, functionally characterized variants

Funding: SIB Swiss Institute of Bioinformatics

Availability: Free, Freely available

Resource Name: UniProtKB/Swiss-Prot

Resource ID: SCR_021164

Alternate IDs: r3d100010677

Alternate URLs: https://doi.org/10.17616/R33314

License: Creative Commons Attribution International licence CC BY 4.0.

Record Creation Time: 20220129T080354+0000

Record Last Update: 20260807T042937+0000
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Ratings and Alerts

No rating or validation information has been found for UniProtKB/Swiss-Prot.

No alerts have been found for UniProtKB/Swiss-Prot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 658 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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