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survminer

RRID:SCR_021094
Type: Tool

Proper Citation

survminer (RRID:SCR_021094)

Resource Information

URL: https://rdocumentation.org/packages/survminer/versions/0.4.9

Proper Citation: survminer (RRID:SCR_021094)

Description: Software R package provides functions for facilitating survival analysis and
visualization.

Resource Type: data analysis software, data processing software, data visualization
software, software application, software resource

Keywords: survival analysis, survival visualization, R
Availability: Free, Available for download, Freely available
Resource Name: survminer

Resource ID: SCR_021094

License: GPL-2

Record Creation Time: 20220129T080353+0000

Record Last Update: 20260821T194149+0000

Ratings and Alerts
No rating or validation information has been found for survminer.

No alerts have been found for survminer.

Data and Source Information

Source: SciCrunch Registry



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_021094/resolver
https://rdocumentation.org/packages/survminer/versions/0.4.9
https://neuinfo.org/rin/sources/SCR_005400

Usage and Citation Metrics
We found 133 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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with melanoma and sarcoma treated with immunotherapy regardless of gut microbiome
dysbiosis and social vulnerability. Cancer, 132(6), e70335.
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investigation, 136(6).
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Hofvander J, et al. (2026) Transcriptomic Subgroups in Soft Tissue Tumors Correlate with
Morphologic Subtype, Genomic Features, and Outcome. Clinical cancer research : an
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Cancer immunology research, 14(1), 77.
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