
Resource Summary Report

Generated by NIF on Sep 16, 2026

Thermo Fisher: Qubit 2.0 Fluorometer Qubit 2.0
RRID:SCR_020553
Type: Tool

Proper Citation

Thermo Fisher: Qubit 2.0 Fluorometer Qubit 2.0 (RRID:SCR_020553)

Resource Information

URL: https://www.thermofisher.com/us/en/home/industrial/spectroscopy-elemental-
isotope-analysis/molecular-spectroscopy/fluorometers/qubit/qubit-flex-
fluorometer.html?gclid=CjwKCAiA6vXwBRBKEiwAYE7iS0T2xfCBHWYsu-
Uhf_Y8f69WS9j4yYKm1udH27vHhWXnuyA_u7Vj4xoCuOcQAvD_BwE&ef_id=CjwKCAiA6vXwBRBKEiwAYE7iS0T2xfCBHWYsu-
Uhf_Y8f69WS9j4yYKm1udH27vHhWXnuyA_u7Vj4xoCuOcQAvD_BwE:G:s&s_kwcid=AL!3652!3!393988167753!e!!g!!qubit%202.0%20fluorometer

Proper Citation: Thermo Fisher: Qubit 2.0 Fluorometer Qubit 2.0 (RRID:SCR_020553)

Description: Invitrogen Qubit Flex Fluorometer can selectively, accurately measure the
concentration of up to 8 samples of DNA, RNA or protein simultaneously. Compared to
single sample microvolume fluorometers, using the Qubit Flex Fluorometer for multiple
samples reduces your time to data by up to 50%, with time savings beginning with batches
of as few as 8 samples. Combining the one-of-a-kind Qubit Flex Fluorometer and
optimized Invitrogen Qubit reagents and tube strips offers a complete solution for DNA,
RNA and protein quantification.

Resource Type: instrument resource

Keywords: Thermo Fisher, Fluorometer, Instrument Equipment, USEDit

Availability: Commercially available

Resource Name: Thermo Fisher: Qubit 2.0 Fluorometer Qubit 2.0

Resource ID: SCR_020553

Alternate IDs: Model_Number_Qubit

Record Creation Time: 20220129T080350+0000
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No rating or validation information has been found for Thermo Fisher: Qubit 2.0
Fluorometer Qubit 2.0.

No alerts have been found for Thermo Fisher: Qubit 2.0 Fluorometer Qubit 2.0.
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Source: SciCrunch Registry
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