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Proper Citation

Pandas (RRID:SCR_018214)

Resource Information

URL: https://pandas.pydata.org

Proper Citation: Pandas (RRID:SCR_018214)

Description: Software Python package for data analysis providing labeled data structures
similar to R data. Provides data structures designed to make working with relational or
labeled data. Software as building block for doing practical, real world open source data
analysis and manipulation tool.

Resource Type: software resource, data analysis software, software toolkit, data
processing software, software application

Keywords: Data analysis, labeled data, relational data, data structure

Funding: NumFOCUS

Availability: Free, Available for download, Freely available

Resource Name: Pandas

Resource ID: SCR_018214

Alternate URLs: https://github.com/pandas-dev/pandas

License: BSD 3-Clause License

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260807T042918+0000

Ratings and Alerts

No rating or validation information has been found for Pandas.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_018214/resolver
https://pandas.pydata.org


No alerts have been found for Pandas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 699 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Alternatives for HIV Treatment. ACS omega, 11(8), 13062.

Lee K, et al. (2026) Prediction of Smartphone Addiction Among Korean Adolescents
Based on Physical Activity and Mental Health: A Machine Learning Analysis Using LASSO
and SHAP From the Korea Youth Risk Behavior Survey. Alpha psychiatry, 27(1), 46201.

Rawal O, et al. (2026) ClusterChirp: A GPU-accelerated Web Server for Natural
Language-Guided Interactive Visualization and Analysis of Large Omics Data. ArXiv.
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night-time road traffic noise: effects on vascular function, sleep, and proteomic signatures
in healthy adults. Cardiovascular research, 122(5), 621.
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Cancer Immunopeptidome in MSI and MSS Tumors. Molecular & cellular proteomics :
MCP, 25(6), 101581.
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preprint server for biology.
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iScience, 29(6), 116060.
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reports, 16(1).
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biological chemistry, 302(2), 111081.
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