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MascotScan

RRID:SCR_018201
Type: Tool

Proper Citation

MascotScan (RRID:SCR_018201)

Resource Information

URL: http://proteom.ibb.waw.pl/mscan/

Proper Citation: MascotScan (RRID:SCR_018201)

Description: Software tool for analysis of qualitative data, operating on basis of lists of
peptides and proteins identified in samples generated by Mascot database system.
Responsible for preparing data for quantitative analysis of proteins both with use of stable
isotope labeling and without isotope labeling.

Synonyms: MScan

Resource Type: data analysis software, data processing software, software resource,
software application

Keywords: Data analysis, qualitative data, peptide, protein, Mascot database system,
stable isotope labeling, no isotope labeling

Availability: Free, Freely available

Resource Name: MascotScan

Resource ID: SCR_018201

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260814T042959+0000

Ratings and Alerts
No rating or validation information has been found for MascotScan.

No alerts have been found for MascotScan.

Data and Source Information



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_018201/resolver
http://proteom.ibb.waw.pl/mscan/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Gorinski N, et al. (2020) DHHC7-mediated palmitoylation of the accessory protein barttin
critically regulates the functions of CIC-K chloride channels. The Journal of biological
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