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Proper Citation

?G prediction server (RRID:SCR_018191)

Resource Information

URL: http://dgpred.cbr.su.se/

Proper Citation: ?G prediction server (RRID:SCR_018191)

Description: Web server to predict ?Gapp for membrane insertion of potential TM helix.
Given amino acid sequence of putative transmembrane helix, server gives prediction of
corresponding apparent free energy difference for insertion of this sequence into
Endoplasmic Reticulum membrane by means of Sec61 translocon.

Synonyms: ?G prediction server v1.0

Resource Type: data access protocol, service resource, software resource, web service

Keywords: Amino acid sequence, putative transmembrane helix, free energy difference,
sequence insertion, endoplasmic reticulum membrane, potential TM helix, predict energy
difference, bio.tools

Availability: Free, Freely available

Resource Name: ?G prediction server

Resource ID: SCR_018191

Alternate IDs: biotools:deltag_prediction

Alternate URLs: http://dgpred.cbr.su.se/index.php?p=TMpred,
https://bio.tools/deltag_prediction

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260821T194126+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_018191/resolver
http://dgpred.cbr.su.se/


No rating or validation information has been found for ?G prediction server.

No alerts have been found for ?G prediction server.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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14(1), 28.
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Open biology, 10(9), 200209.
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frameshifting in the alphavirus structural polyprotein. The Journal of biological chemistry,
295(20), 6798.


