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MaRe
RRID:SCR_018069
Type: Tool

Proper Citation

MaRe (RRID:SCR_018069)

Resource Information

URL: https://github.com/mcapuccini/mare

Proper Citation: MaRe (RRID:SCR_018069)

Description: Software tool to leverage power of Docker and Spark to run and scale your
serial tools in MapReduce fashion.

Synonyms: EasyMapReduce

Resource Type: data processing software, software application, software resource,
software toolkit

Keywords: Docker, Spark, run and scale serial tools, data, MapReduce fashion

Availability: Free, Available for download, Freely available

Resource Name: MaRe

Resource ID: SCR_018069

License: Apache License 2.0

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260904T000021+0000

Ratings and Alerts

No rating or validation information has been found for MaRe.

No alerts have been found for MaRe.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_018069/resolver
https://github.com/mcapuccini/mare


Source: SciCrunch Registry

Usage and Citation Metrics

We found 3 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .

Karmeinski D, et al. (2021) Transcriptomics provides a robust framework for the
relationships of the major clades of cladobranch sea slugs (Mollusca, Gastropoda,
Heterobranchia), but fails to resolve the position of the enigmatic genus Embletonia. BMC
ecology and evolution, 21(1), 226.

Jalanka J, et al. (2020) Colonic Mucosal Microbiota and Association of Bacterial Taxa with
the Expression of Host Antimicrobial Peptides in Pediatric Ulcerative Colitis. International
journal of molecular sciences, 21(17).

Capuccini M, et al. (2020) MaRe: Processing Big Data with application containers on
Apache Spark. GigaScience, 9(5).

https://neuinfo.org/rin/sources/SCR_005400
https://neuinfo.org/data/record/nlx_144509-1/SCR_018069/resolver/mentions

