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ChemRICH

RRID:SCR_017609
Type: Tool

Proper Citation

ChemRICH (RRID:SCR_017609)

Resource Information

URL: http://chemrich.fiehnlab.ucdavis.edu/

Proper Citation: ChemRICH (RRID:SCR_017609)

Description: Software tool for chemical similarity enrichment analysis of metabolomics
datasets. Used in studies to uncover biological mechanisms in organisms under genetic or
environmental stress in system biology manner or finding risk factors for chronic diseases
in exposome wise association studies using blood specimens. Allows users to realize
pathway analysis.

Resource Type: web application, production service resource, software resource,
analysis service resource, service resource

Defining Citation: PMID:29109515

Keywords: Chemical, similarity, enrichment, analysis, metabolomic, dataset, genetic,
environmental, stress, risk, factor, chronic, disease, exposome, association, blood,
speciment

Availability: Free, Freely available

Resource Name: ChemRICH

Resource ID: SCR_017609

Alternate URLSs: https://github.com/barupal/chemrich
Record Creation Time: 20220129T080336+0000

Record Last Update: 20260808T190111+0000

Ratings and Alerts


https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_017609/resolver
http://chemrich.fiehnlab.ucdavis.edu/
https://pubmed.ncbi.nlm.nih.gov/29109515

No rating or validation information has been found for ChemRICH.

No alerts have been found for ChemRICH.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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metabolomic profile and on functional biomarkers of its deficiency. Scientific reports, 15(1),
24062.

Gui WY, et al. (2024) Integrated analysis of metabolome, lipidome, and gut microbiome
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medicine, 19(1), 174.

Liu YA, et al. (2024) Metabolomic characterization of human glioblastomas and patient
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spacecraft-associated Acinetobacter toward Kleenol 30, a cleanroom floor detergent.



https://neuinfo.org/rin/sources/SCR_005400
https://neuinfo.org/data/record/nlx_144509-1/SCR_017609/resolver/mentions

Frontiers in microbiology, 14, 1090740.
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Zhu C, et al. (2022) Lipidomics for Determining Giant Panda Responses in Serum and
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GC-MS and UHPLC-HRMS/MS. International journal of molecular sciences, 23(19).
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insight, 7(9).
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fingerprint of a strain of rats resistant to decompression sickness. Scientific reports, 11(1),
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