Resource Summary Report

Generated by NIF on Aug 12, 2026

tximport
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Type: Tool

Proper Citation

tximport (RRID:SCR_016752)

Resource Information

URL.: https://github.com/mikelove/tximport

Proper Citation: tximport (RRID:SCR_016752)

Description: Software R package for importing pseudoaligned reads into R for use with
downstream differential expression analysis. Used for import and summarize transcript
level estimates for transcript and gene level analysis.

Synonyms: tximport v1.4.0

Resource Type: data analysis software, data processing software, software resource,
software application

Defining Citation: DOI:10.12688/f1000research.7563.1

Keywords: pseudoaligned, reads, R, differential, expression, analysis, gene, transcript,
bio.tools

Funding: SNSF 143883;
European Commission ;
NCI T32 CA009337

Availability: Free, Available for download, Freely available
Resource Name: tximport

Resource ID: SCR_016752

Alternate IDs: biotools:tximport

Alternate URLSs: https://bioconductor.org/packages/tximport/,
https://bioconductor.org/packages/devel/bioc/vignettes/tximport/inst/doc/tximport.html,
https://github.com/F1000Research/tximport, https://bio.tools/tximport



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_016752/resolver
https://github.com/mikelove/tximport
https://dx.doi.org/10.12688/f1000research.7563.1

Old URLSs: https://zenodo.org/record/35123#.W_w3behKiM8
License: GNU Public License (GPL)
Record Creation Time: 20220129T080332+0000

Record Last Update: 20260812T044322+0000

Ratings and Alerts

No rating or validation information has been found for tximport.

No alerts have been found for tximport.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 100 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Vardaka P, et al. (2025) Enforced MYC expression directs a distinct transcriptional state
during plasma cell differentiation. Life science alliance, 8(10).
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Mondaza-Hernandez JL, et al. (2025) Identification of BET inhibitors (BETi) against
solitary fibrous tumor (SFT) through high-throughput screening (HTS). Neoplasia (New
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CI-HIPP. microPublication biology, 2025.
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Frontiers in immunology, 16, 1572789.
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macrophage inflammation. Life science alliance, 8(8).
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Cancer Research, 31(5), 907.
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phenotypes of blast phase chronic myelomonocytic leukemia. Cell reports. Medicine, 6(2),
101933.
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brain injury. Cell reports. Medicine, 6(3), 101986.

Figuerola-Bou E, et al. (2025) KDM6 Demethylases Contribute to EWSR1::FLI1-Driven
Oncogenic Reprogramming in Ewing Sarcoma. Cancer research, 85(22), 4485.




