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RPPA Core Facility

RRID:SCR_016649
Type: Tool

Proper Citation

RPPA Core Facility (RRID:SCR_016649)

Resource Information

URL: https://www.mdanderson.org/research/research-resources/core-facilities/functional-
proteomics-rppa-core.htmi

Proper Citation: RPPA Core Facility (RRID:SCR_016649)

Description: Core provides technology for functional proteomics studies and centralized,
standardized and quality controlled services locally and globally.

Abbreviations: RPPA

Synonyms: MD Anderson RPPA Core, RPPA, Reverse Phase Protein Array Core,
Reverse Phase Protein Array (RPPA) Core

Resource Type: service resource, core facility, access service resource

Keywords: technology, functional, proteomics, studies, centralized, standardized, quality,
controlled, service

Funding: NCI CA16672

Availability: Commercially available, Registration required
Resource Name: RPPA Core Facility

Resource ID: SCR_016649

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260807T042853+0000

Ratings and Alerts

No rating or validation information has been found for RPPA Core Facility.
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No alerts have been found for RPPA Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 45 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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