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Metascape

RRID:SCR_016620
Type: Tool

Proper Citation

Metascape (RRID:SCR_016620)

Resource Information

URL.: http://metascape.org/gp/index.html#/main/stepl

Proper Citation: Metascape (RRID:SCR_016620)

Description: Web service to analyze gene or protein lists. Provides automated meta
analysis tools to understand pathways within a group of orthogonal target-discovery studies.

Resource Type: analysis service resource, data analysis service, web service, production
service resource, data access protocol, software resource, service resource

Keywords: analyze, gene, protein, list, data, annotate, resource, bio.tools
Funding:

Availability: Free, Freely available

Resource Name: Metascape

Resource ID: SCR_016620

Alternate IDs: biotools:Metascape

Alternate URLSs: https://bio.tools/Metascape

Record Creation Time: 20220129T080331+0000

Record Last Update: 20250425T060155+0000

Ratings and Alerts



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_016620/resolver
http://metascape.org/gp/index.html#/main/step1

No rating or validation information has been found for Metascape.

No alerts have been found for Metascape.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2701 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Interaction With COMMDL in Wilson Disease. Cellular and molecular gastroenterology and
hepatology, 19(2), 101418.

Dos Santos FM, et al. (2025) Dynamic Cellular Proteome Remodeling during SARS-CoV-2
Infection. Identification of Plasma Protein Readouts. Journal of proteome research, 24(1),
171.
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exposed rats: possible roles of S100 proteins in lung diseases. Archives of toxicology, 99(1),
245.




