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Proper Citation

RNA22 (RRID:SCR_016507)

Resource Information

URL: https://cm.jefferson.edu/rna22/

Proper Citation: RNA22 (RRID:SCR_016507)

Description: Software tool as a pattern based algorithm for detecting microRNA binding
sites and their corresponding microRNA and mRNA complexes. Allows interactive
exploration and visualization of miRNA target predictions. Permits link-out to external
expression repositories and databases.

Abbreviations: RNA22

Synonyms: RiboNucleic Acid 22

Resource Type: data analysis software, data processing software, sequence analysis
software, software application, software resource

Keywords: pattern, based, detecting, microRNA, binding, site, complex, sequence,
genome, analysis, FASEB list

Funding: A Star ;
Singapore ;
NIDDK DK04763;
NIH AI54973

Availability: Free, Available for download, Freely available

Resource Name: RNA22

Resource ID: SCR_016507

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260829T182516+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_016507/resolver
https://cm.jefferson.edu/rna22/


No rating or validation information has been found for RNA22.

No alerts have been found for RNA22.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 222 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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