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Proper Citation

Illumina: NextSeq 550 System (RRID:SCR_016381)

Resource Information

URL: https://www.illumina.com/systems/sequencing-platforms/nextseq.html

Proper Citation: Illumina: NextSeq 550 System (RRID:SCR_016381)

Description: The NextSeq 550 System brings the power of a high-throughput sequencing
system to your benchtop. With tunable output and high data quality, it provides the flexible
power you need for whole-genome, transcriptome, and targeted resequencing.

Synonyms: NextSeq 550

Resource Type: instrument resource

Keywords: hardware, instrument, equipment, sequencer, sequencing, dna, rna, platform,
nextseq series

Availability: Commercially available, Available for purchase

Specification URL: https://drive.google.com/file/d/1QpYWRs6dJVPOehmffnqBvJ-
ChEyoJlra/view?usp=drivesdk

Resource Name: Illumina: NextSeq 550 System

Resource ID: SCR_016381

Alternate IDs: SCR_020141

Alternate URLs: https://www.illumina.com/content/dam/illumina/gcs/assembled-
assets/marketing-literature/nextseq-550-system-spec-sheet-m-gl-01298/nextseq-550-
system-spec-sheet-m-gl-01298.pdf

Record Creation Time: 20220129T080330+0000

Record Last Update: 20260919T195322+0000

Ratings and Alerts
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No rating or validation information has been found for Illumina: NextSeq 550 System.

No alerts have been found for Illumina: NextSeq 550 System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 43 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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