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Proper Citation

HIRN Human Pancreas Analysis Program (RRID:SCR_016202)

Resource Information

URL: https://hpap.pmacs.upenn.edu

Proper Citation: HIRN Human Pancreas Analysis Program (RRID:SCR_016202)

Description: Program is performing deep phenotyping of human endocrine pancreas and
its interaction with immune system to better understand cellular and molecular events that
precede and lead to beta cell loss in Type-1 Diabetes (T1D) and islet dysfunction in Type-
2 Diabetes (T2D).

Abbreviations: HIRN-HPAP, HPAP

Synonyms: Human Pancreas Analysis Program (HIRN-HPAP), PANC-DB

Resource Type: database, data or information resource

Defining Citation: PMID:31127054

Keywords: pancreas, endocrinology, immunology, molecular, biology, human, t1d, beta,
cell

Related Condition: Type 1 diabetes, Diabetes

Funding: NIDDK ;
NIDDK U01 DK104162;
NIDDK UC4 DK112217;
NIDDK UC4 DK112232

Resource Name: HIRN Human Pancreas Analysis Program

Resource ID: SCR_016202

Old URLs: https://hirnetwork.org/consortium/hpap

Record Creation Time: 20220129T080329+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_016202/resolver
https://hpap.pmacs.upenn.edu
https://pubmed.ncbi.nlm.nih.gov/31127054


Record Last Update: 20260808T190438+0000

Ratings and Alerts

No rating or validation information has been found for HIRN Human Pancreas Analysis
Program.

No alerts have been found for HIRN Human Pancreas Analysis Program.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 152 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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in the Islet. bioRxiv : the preprint server for biology.
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