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Proper Citation

UCSF ChimeraX (RRID:SCR_015872)

Resource Information

URL: https://www.cgl.ucsf.edu/chimerax/

Proper Citation: UCSF ChimeraX (RRID:SCR_015872)

Description: Software for 3D/4D image reconstruction. UCSF ChimeraX is the next-
generation molecular visualization program from the Resource for Biocomputing,
Visualization, and Informatics (RBVI), following UCSF Chimera.

Synonyms: ChimeraX

Resource Type: software resource, 3d visualization software, software application, 4d
visualization software, data visualization software, data processing software

Keywords: 3d, 4d, image reconstruction, molecular visualization, biocomputing,
informatics, rbvi, ucsf, chimera

Funding: NIGMS P41 GM103311

Resource Name: UCSF ChimeraX

Resource ID: SCR_015872

License: UCSF ChimeraX Non-Commercial Software License Agreement

License URLs: http://www.rbvi.ucsf.edu/chimerax/docs/license.html

Record Creation Time: 20220129T080327+0000

Record Last Update: 20260808T190026+0000

Ratings and Alerts

No rating or validation information has been found for UCSF ChimeraX.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_015872/resolver
https://www.cgl.ucsf.edu/chimerax/


No alerts have been found for UCSF ChimeraX.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2366 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Proteins, 94(5), 1104.

Dai Q, et al. (2026) Manipulation of Wnt/?-Catenin Signaling by Synthetic Frizzled Agonist
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McCool RS, et al. (2026) Structure and immunogenicity of an engineered soluble
prefusion-stabilized EBV gB antigen. Nature communications, 17(1), 1197.

Waddey BT, et al. (2026) Neutralizing human monoclonal antibodies to poliovirus map to
the receptor binding site. Nature communications, 17(1), 1512.

AlAhmari FM, et al. (2026) An Oxygen-Releasing Mouthwash Reduces Porphyromonas
gingivalis Biofilm and Suppresses fimA and hagA Expression. International dental journal,
76(2), 109432.
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communications, 17(1), 951.
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Vaitkevi?ius K, et al. (2026) The DinG exonuclease acts as a primary quality controller to
remove unprocessed ribosomal RNAs. Nucleic acids research, 54(1).

Pisil Y, et al. (2026) Structural Adaptability of IgA and IgM Supports Broad SARS-CoV-2
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Drobni? T, et al. (2026) Molecular structure of the ESCRT-III-based archaeal CdvAB cell
division machinery. Proceedings of the National Academy of Sciences of the United States
of America, 123(3), e2525941123.
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Mucorales. Nature communications, 17(1).
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drug resmetirom exhibits broad nuclear receptor activity with minimal functional impact.
Scientific reports, 16(1), 4083.
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and HIF-1? Modulation Following Doxorubicin Treatment in Triple-Negative Breast Cancer
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e1013889.
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