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Illumina: NextSeq 500
RRID:SCR_014983
Type: Tool

Proper Citation

Illumina: NextSeq 500 (RRID:SCR_014983)

Resource Information

URL: https://support.illumina.com/sequencing/sequencing_instruments/nextseq-500.html

Proper Citation: Illumina: NextSeq 500 (RRID:SCR_014983)

Description: High-throughput sequencing machine which enables sequencing of exomes,
whole genomes, and transcriptomes. It also provides flow cell types, real-time analysis,
and integration with Illumina's BaseSpace computing environment.

Resource Type: instrument resource

Keywords: sequencing machine, hardware, high-throughput sequencing, instrument,
equipment

Availability: Commercially available

Specification URL: https://drive.google.com/file/d/16j1XCU32o89dcgcupIpElk4H2w0FYn-
a/view?usp=drivesdk

Resource Name: Illumina: NextSeq 500

Resource ID: SCR_014983

Alternate URLs: https://support.illumina.com/content/dam/illumina-
support/documents/documentation/system_documentation/nextseq/nextseq-500-system-
guide-15046563-07.pdf

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260912T195824+0000

Ratings and Alerts

No rating or validation information has been found for Illumina: NextSeq 500.
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No alerts have been found for Illumina: NextSeq 500.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 58 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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