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Proper Citation

Caenorhabditis elegans Natural Diversity Resource (CeNDR) (RRID:SCR_014958)

Resource Information

URL.: https://elegansvariation.org/

Proper Citation: Caenorhabditis elegans Natural Diversity Resource (CeNDR)
(RRID:SCR_014958)

Description: Supplier and researcher of wild C. elegans strains. CeNDR supplies
organisms, analyzes whole-genome sequences, and facilitates genetic mappings to aid
researchers in gene discovery.

Abbreviations: CeNDR
Synonyms: Caenorhabditis elegans Natural Diversity Resource
Resource Type: biomaterial supply resource, material resource, organism supplier

Defining Citation: PMID:27701074

Keywords: c. elegans, caenorhabditis elegans, strains, n2, roundworm, nematode, gene
analysis, organism supplier, portal

Funding: American Cancer Society Research Scholar Award ;
Amazon Web Services Research Grant ;

Weinberg College of Arts and Sciences starter innovation award ;
Northwestern University Start-up Funds ;

NIGMS R01GM107227,

NSF DGE-1324585
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Availability: Available to the research community

Resource Name: Caenorhabditis elegans Natural Diversity Resource (CeNDR)
Resource ID: SCR_014958

Record Creation Time: 20220129T080323+0000

Record Last Update: 20250407T220140+0000

Ratings and Alerts

No rating or validation information has been found for Caenorhabditis elegans Natural
Diversity Resource (CeNDR).

No alerts have been found for Caenorhabditis elegans Natural Diversity Resource (CeNDR).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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