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Schrodinger

RRID:SCR_014879
Type: Tool

Proper Citation

Schrodinger (RRID:SCR_014879)

Resource Information

URL: https://www.schrodinger.com/

Proper Citation: Schrodinger (RRID:SCR_014879)

Description: Commercial ogranization which provides molecular and drug discovery
software and services to researchers. American software company that develops chemical
simulation software for use in pharmaceutical, biotechnology, and materials science
research. Provides products ranging from general molecular modeling programs to a full
suite of chemical simulation and drug design software, including ligand- and structure-
based methods.

Synonyms: Schrodinger Inc.

Resource Type: commercial organization

Keywords: software solution, drug discovery, small molecule, computational chemistry
Resource Name: Schrodinger

Resource ID: SCR_014879

Alternate IDs: Wikidata: Q7432923, ISNI: 0000 0001 0903 5603, grid.421925.9,
SCR_014879

Alternate URLSs: https://ror.org/05a3z6914
Record Creation Time: 20220129T080322+0000

Record Last Update: 20260808T190036+0000

Ratings and Alerts

No rating or validation information has been found for Schrodinger.



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_014879/resolver
https://www.schrodinger.com/

No alerts have been found for Schrodinger.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 840 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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