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DeCyder 2D

RRID:SCR_014592
Type: Tool

Proper Citation

DeCyder 2D (RRID:SCR_014592)

Resource Information

URL:
http://www.gelifesciences.com/webapp/wcs/stores/servlet/catalog/en/GELifeSciences-
us/products/AlternativeProductStructure 16015/28985411

Proper Citation: DeCyder 2D (RRID:SCR_014592)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 24,
2016. A software which is used with gel electrophoresis analysis and is used with the
Ettan DIGE system. This system allows the option of reference to the internal standard for
each spot, which ultimately eliminates gel-to-gel variation, and gives quantitation. This gel
comparison method introduces nearly zero statistical error.

Resource Type: data analysis software, data processing software, software application,
software resource

Keywords: gel electrophoresis system, gel electrophoresis, electrophoresis, gel-to-gel,
quantitation, error correction objective

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: DeCyder 2D

Resource ID: SCR_014592

Record Creation Time: 20220129T080321+0000

Record Last Update: 20260919T195259+0000

Ratings and Alerts
No rating or validation information has been found for DeCyder 2D.

No alerts have been found for DeCyder 2D.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 363 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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10(2), e0135421.
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Infection and immunity, 89(4).
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