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Proper Citation

FunRich: Functional Enrichment analysis tool (RRID:SCR_014467)

Resource Information

URL: http://www.funrich.org/

Proper Citation: FunRich: Functional Enrichment analysis tool (RRID:SCR_014467)

Description: A software tool used for functional enrichment and interaction network
analysis of genes and proteins. Users can search against a default background database
or load customized database. The results can be depicted as venn, bar, column, pie and
doughnut charts.

Resource Type: software application, data analytics software, standalone software,
software resource

Defining Citation: PMID:25921073, PMID:26149235

Keywords: network analysis, background database, charts, data analytics software,
standalone software, bio.tools, FASEB list

Availability: Public, Open Source

Resource Name: FunRich: Functional Enrichment analysis tool

Resource ID: SCR_014467

Alternate IDs: biotools:funrich

Alternate URLs: https://bio.tools/funrich

Record Creation Time: 20220129T080320+0000

Record Last Update: 20260729T044326+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_014467/resolver
http://www.funrich.org/
https://pubmed.ncbi.nlm.nih.gov/25921073
https://pubmed.ncbi.nlm.nih.gov/26149235


No rating or validation information has been found for FunRich: Functional Enrichment
analysis tool.

No alerts have been found for FunRich: Functional Enrichment analysis tool.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 338 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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cellular and molecular medicine, 29(1), e70349.
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translational medicine, 23(1), 207.

Pawar K, et al. (2025) Downregulation of solute carrier family 4 members 4 as a biomarker
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inflammation research, 18, 6009.
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and Dendritic Cell Activation in Systemic Lupus Erythematosus Through Bioinformatics
and Experimental Validation. Journal of inflammation research, 18, 3859.

Hussain SFJ, et al. (2025) Molecular analysis of HPV16 and HPV18 oncogenes in oral
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29(3), 115.

Yuan M, et al. (2025) The expression of autophagy-related gene CXCL12 in endometriosis
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1450892.

Hernandez I, et al. (2025) CAP1: a novel extracellular vesicle marker linked to endothelial
senescence in atherosclerosis. Biology direct, 20(1), 46.
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Heidari R, et al. (2025) Identification of Novel lncRNAs Related to Colorectal Cancer
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reports, 15(1), 30583.

Lin Y, et al. (2025) Potential common mechanisms between primary Sjögren's syndrome
and Hashimoto's thyroiditis: a public databases-based study. Frontiers in genetics, 16,
1520332.
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Nanoparticles: Implications for Macrophage Recognition. Biomacromolecules, 26(12),
8522.


