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Proper Citation

TopSpin (RRID:SCR_014227)

Resource Information

URL: https://www.bruker.com/products/mr/nmr/nmr-
software/software/topspin/overview.html

Proper Citation: TopSpin (RRID:SCR_014227)

Description: Software package for NMR spectra acquisition, processing, and data
analysis. Features include: deconvolution/spectrum simulation/iteration; comprehensive
functionalities for processing, displaying and analyzing one and multi-dimensional spectra;
and user customization. A full list of features is available on the website.

Resource Type: software resource, data processing software, software application, data
analysis software, data acquisition software

Keywords: nmr spectra, data analysis software, data acquisition software

Availability: Pay for product

Resource Name: TopSpin

Resource ID: SCR_014227

License: License is specific to the type of user

License URLs: https://www.bruker.com/terms-of-use.html

Record Creation Time: 20220129T080319+0000

Record Last Update: 20260803T040628+0000

Ratings and Alerts

No rating or validation information has been found for TopSpin.

No alerts have been found for TopSpin.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_014227/resolver
https://www.bruker.com/products/mr/nmr/nmr-software/software/topspin/overview.html
https://www.bruker.com/products/mr/nmr/nmr-software/software/topspin/overview.html


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 5815 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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spinal cord injury. Journal of neuropathology and experimental neurology, 85(1), 24.

Li X, et al. (2026) Talin-tensin3 interactions regulate fibrillar adhesion formation and
tensin3 phase separation. The Journal of cell biology, 225(1).

Garcia V, et al. (2026) Design and characterization of calprotectin tetramerization variants
for probing the role of oligomerization in receptor activation. Protein science : a publication
of the Protein Society, 35(1), e70399.

Palte RL, et al. (2026) WRN structural flexibility showcased through fragment-based lead
discovery of inhibitors. Nature communications, 17(1), 79.

Basak S, et al. (2026) Novel Roles for the Ectoenzyme CD38 in the Maintenance of
Transcriptional and Metabolic Homeostasis in Astrocytes. Glia, 74(2), e70112.

Duncalf L, et al. (2025) PNUTS:PP1 recruitment to Tox4 regulates chromosomal dispersal
in Drosophila germline development. Cell reports, 44(5), 115693.

Kennedy AE, et al. (2025) The structure of a NEMO construct engineered for screening
reveals novel determinants of inhibition. Structure (London, England : 1993), 33(4), 691.

Gautam P, et al. (2025) An Integrative Analysis of Metagenomic and Metabolomic Profiling
Reveals Gut Microbiome Dysbiosis and Metabolic Alterations in ALS: Potential Biomarkers
and Therapeutic Insights. ACS chemical neuroscience, 16(14), 2691.

Silva JG, et al. (2025) Impact of High-Fat Diet-induced Metabolic Dysfunction-associated
Steatotic Liver Disease on Heart, Kidney, and Skeletal Muscle Metabolomes in Wild-Type
Mice. Journal of proteome research, 24(5), 2491.

Guo C, et al. (2025) Structural basis of adenosine 2A receptor-balanced signaling
activation relies on allosterically mediated structural dynamics. Cell chemical biology.

Zhao Q, et al. (2025) The unique architecture of umbrella toxins permits a two-tiered
molecular bet-hedging strategy for interbacterial antagonism. Cell.

Gautam P, et al. (2025) Metabolic dysregulation in amyotrophic lateral sclerosis: insights
from 1H NMR-based metabolomics in a tertiary care center in India. Metabolic brain
disease, 40(5), 196.
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Lång HKM, et al. (2025) A TOM1 variant impairs interaction with TOLLIP,
autophagosome-lysosome fusion and regulation of innate immunity. Disease models &
mechanisms, 18(9).

Varga S, et al. (2025) Dynamic Interchange of Local Residue-Residue Interactions in the
Largely Extended Single Alpha-Helix in Drebrin. The Biochemical journal, 482(8), 383.

Esperança-Martins M, et al. (2025) Succinate Dehydrogenase B (SDHB) Overexpression
with Enzymatic Dysfunction Defines a Distinct Subtype of Undifferentiated Pleomorphic
Sarcoma. Cancer research communications, 5(10), 1934.

Tóth BI, et al. (2025) Direct modulation of TRPM8 ion channels by rapamycin and analog
macrolide immunosuppressants. eLife, 13.

Almeida T, et al. (2025) Dock-and-lock binding of SxIP ligands is required for stable and
selective EB1 interactions. eLife, 13.

Choi M, et al. (2025) Combination model for freshness prediction of pork using VIS/NIR
hyperspectral imaging with chemometrics. Animal bioscience, 38(1), 142.

Litschko C, et al. (2025) Transition transferases prime bacterial capsule polymerization.
Nature chemical biology, 21(1), 120.

Al-Matarneh CM, et al. (2025) Novel 3-Sulfonamide Dual-Tail Pyrrol-2-one Bridged
Molecules as Potent Human Carbonic Anhydrase Isoform Inhibitors: Design, Synthesis,
Molecular Modeling Investigation, and Anticancer Activity in MeWo, SK-BR-3, and MG-63
Cell Lines. Journal of medicinal chemistry, 68(2), 1863.


