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Proper Citation

SCORE (RRID:SCR_014165)

Resource Information

URL: http://www.nitrc.org/projects/score/

Proper Citation: SCORE (RRID:SCR_014165)

Description: A collection of methods for comparing the performance of different image 
algorithms. These methods generate quantitative scores that measure divergences to a 
standard.

Resource Type: experimental protocol, data or information resource, narrative resource

Keywords: experiment protocol, method, different image algorithm, quantitative score

Funding: NLM HHSN276201000584P;
NIBIB 1R41 EB011796

Resource Name: SCORE

Resource ID: SCR_014165

License: 3D Slicer License

Record Creation Time: 20220129T080319+0000

Record Last Update: 20250505T054258+0000

Ratings and Alerts

No rating or validation information has been found for SCORE.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_014165/resolver
http://www.nitrc.org/projects/score/


No alerts have been found for SCORE.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 390 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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