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Proper Citation

Cancer Cell Line Encyclopedia (RRID:SCR_013836)

Resource Information

URL: https://www.broadinstitute.org/ccle/

Proper Citation: Cancer Cell Line Encyclopedia (RRID:SCR_013836)

Description: A collaborative project between the Broad Institute and the Novartis Institutes
for Biomedical Research and its Genomics Institute of the Novartis Research Foundation,
with the goal of conducting a detailed genetic and pharmacologic characterization of a large
panel of human cancer models. The CCLE also works to develop integrated computational
analyses that link distinct pharmacologic vulnerabilities to genomic patterns and to translate
cell line integrative genomics into cancer patient stratification. The CCLE provides public
access to genomic data, analysis and visualization for about 1000 cell lines.

Abbreviations: CCLE
Resource Type: database, data or information resource, project portal, portal

Defining Citation: DOI:10.1038/nature11003

Keywords: cancer, cell line, human, human cancer model, genetic, portal, database, FASEB
list

Funding:
Availability: Public
Resource Name: Cancer Cell Line Encyclopedia

Resource ID: SCR_013836
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Ratings and Alerts
No rating or validation information has been found for Cancer Cell Line Encyclopedia.

No alerts have been found for Cancer Cell Line Encyclopedia.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 73 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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