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RRID:SCR_013794
Type: Tool

Proper Citation

Metabolomics Workbench (RRID:SCR_013794)

Resource Information

URL.: http://www.metabolomicsworkbench.org

Proper Citation: Metabolomics Workbench (RRID:SCR_013794)

Description: Repository for metabolomics data and metadata which provides analysis tools
and access to various resources. NIH grantees may upload data and general users can
search metabolomics database. Provides protocols for sample preparation and analysis,
information about NIH Metabolomics Program, data sharing guidelines, funding
opportunities, services offered by its Regional Comprehensive Metabolomics Resource
Cores (RCMRC)s, and training workshops.

Abbreviations: MetWB

Synonyms: , Metabolomics Workbench, MetWB, UCSD Metabolomics Workbench,
Metabolomics Workbench (MetWB)

Resource Type: storage service resource, service resource, data repository, data or
information resource

Keywords: repository, metabolomics, database, funding, training, protocol, bio.tools, FASEB
list

Funding: NIH
Availability: Free, Freely available
Resource Name: Metabolomics Workbench

Resource ID: SCR_013794



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_013794/resolver
http://www.metabolomicsworkbench.org

Alternate IDs: biotools:Metabolomics_Workbench

Alternate URLSs: https://bio.tools/Metabolomics_Workbench,
https://api.datacite.org/dois?prefix=10.21228

License URLSs: http://www.metabolomicsworkbench.org/termsofuse.html
Record Creation Time: 20220129T080318+0000

Record Last Update: 20250425T060004+0000

Ratings and Alerts
No rating or validation information has been found for Metabolomics Workbench.

No alerts have been found for Metabolomics Workbench.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 437 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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inhibitor. bioRxiv : the preprint server for biology.
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