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Resource Information

URL.: http://www.phosphonet.ca/

Proper Citation: PhosphoNET (RRID:SCR_013070)

Description: PhosphoNET is an open-access, online knowledgebase developed by Kinexus
Bioinformatics Corporation to foster the study of cell signaling systems to advance
biomedical research in academia and industry. PhosphoNET is the world"s largest repository
of known and predicted information on human phosphorylation sites, their evolutionary
conservation and the identities of protein kinases that may target these sites. Search by
protein name, UniProt number, IPl number, or 15 AA P-site sequence. PhosphoNET
presently holds data on over 650,000 known and putative phosphorylation sites (P-sites) in
over 23,000 human proteins that have been collected from the scientific literature and other
reputable websites. Over 14% of these phospho-sites have been experimentally validated.
The rest have been predicted with a novel P-Site Predictor algorithm developed at Kinexus
with academic partners at the University of British Columbia and Simon Fraser University.
With the PhosphoNET Evolution module, this website also provides information about
cognate proteins in over 20 other species that may share these human phospho-sites. This
helps to define the most functionally important phospho-sites as these are expected to be
highly conserved in nature. With the Kinase Predictor module, listings are provided for the
top 50 human protein kinases that are likely to phosphorylate each of these phospho-sites
using another proprietary kinase substrate prediction algorithm developed at Kinexus. Our
kinase substrate predictions are based on deduced consensus phosphorylation site amino
acid frequency scoring matrices that we have determined for each of ~500 different human
protein kinases. The specificity matrices are generated directly from the primary amino acid
sequences of the catalytic domains of these kinases, and when available, have proven to
correlate strongly with substrate prediction matrices based on alignment of known substrates
of these kinases. The higher the score, the better the prospect that a kinase will
phosphorylate a given site. Over 30 million kinase-substrate phospho-site pairs are
quantified in PhosphoNET. Kinexus Bioinformatics Corporation has the capability to test
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most of these putative interactions in vitro for our clients.

Synonyms: PhosphoNET - Human Phospho-Site KnowledgeBase
Resource Type: data or information resource, database, service resource
Keywords: FASEB list

Funding: National Research Council of Canada Industrial Assistance Program ;
Natural Sciences and Engineering Research Council of Canada

Resource Name: PhosphoNET

Resource ID: SCR_013070

Alternate IDs: nIx_98420

Record Creation Time: 20220129T080314+0000

Record Last Update: 20250513T061427+0000

Ratings and Alerts
No rating or validation information has been found for PhosphoNET.

No alerts have been found for PhosphoNET.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 92 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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