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Proper Citation

edgeR (RRID:SCR_012802)

Resource Information

URL.: http://bioconductor.org/packages/edgeR/

Proper Citation: edgeR (RRID:SCR_012802)

Description: Bioconductor software package for Empirical analysis of Digital Gene
Expression data in R. Used for differential expression analysis of RNA-seq and digital
gene expression data with biological replication.

Abbreviations: edgeR

Synonyms: edgeR, empirical analysis of digital gene expression data in R, Empirical
analysis of Digital Gene Expression data in R

Resource Type: software resource, software application, data analysis software, data
processing software

Defining Citation: PMID:19910308, DOI:10.1093/bioinformatics/btp616

Keywords: empirical, analysis, digital, gene, expression, data, R, RNA-seq data, bio.tools

Funding: NHMRC 406657,

Independent Research Institutes Infrastructure Support Scheme 361646;
Victorian State Government OIS grant ;

Melbourne International Research Scholarship ;

Harris and IBS Honours scholarships

Availability: Free, Available for download, Freely available
Resource Name: edgeR
Resource ID: SCR_012802

Alternate IDs: OMICS 01308, biotools:edger



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_012802/resolver
http://bioconductor.org/packages/edgeR/
https://pubmed.ncbi.nlm.nih.gov/19910308
https://dx.doi.org/10.1093/bioinformatics/btp616

Alternate URLSs: https://bio.tools/edger, https://sources.debian.org/src/r-bioc-edger/
License: GPL
Record Creation Time: 20220129T080312+0000

Record Last Update: 20260808T190003+0000

Ratings and Alerts
No rating or validation information has been found for edgeR.

No alerts have been found for edgeR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 23868 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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communications, 6(3), 477.
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Circ72309 modulates gemcitabine metabolism and gemcitabine sensitivity in pancreatic
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. International journal of oncology, 68(3).
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embryo. eLife, 15.
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Cell reports, 45(3), 116980.
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Remodeling of the PDAC Tumor Microenvironment. Cancer research, 86(13), 3109.
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Immunity Programs in the Brain Metastasis Microenvironment. Clinical cancer research :
an official journal of the American Association for Cancer Research, 32(11), 2305.
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