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RRID:SCR_012785
Type: Tool

Proper Citation

Krona (RRID:SCR_012785)

Resource Information

URL: http://sourceforge.net/p/krona/home/krona/

Proper Citation: Krona (RRID:SCR_012785)

Description: Software that allows hierarchical data to be explored with zoomable pie charts.

Abbreviations: Krona

Synonyms: Krona - Hierarchical data browser

Resource Type: software resource

Defining Citation: PMID:21961884

Keywords: bio.tools

Funding:

Resource Name: Krona

Resource ID: SCR_012785

Alternate IDs: OMICS_01498, biotools:krona

Alternate URLs: https://bio.tools/krona

Record Creation Time: 20220129T080312+0000

Record Last Update: 20250410T070305+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_012785/resolver
http://sourceforge.net/p/krona/home/krona/
https://pubmed.ncbi.nlm.nih.gov/21961884


No rating or validation information has been found for Krona.

No alerts have been found for Krona.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 73 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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Peng L, et al. (2024) Altered microbial diversity and composition of multiple mucosal organs 
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coding RNA, 10(1).
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COVID-19 patients. BMC microbiology, 23(1), 123.

Düsedau L, et al. (2023) Elevated Temperature-Induced Epimicrobiome Shifts in an Invasive 
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wilt Disease Suppression. Microorganisms, 11(6).
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host interrogated by whole genome sequencing and metagenomics. PloS one, 18(8), 
e0289070.
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