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Proper Citation

Oxford Gene Technology (RRID:SCR_012551)

Resource Information

URL: http://www.scienceexchange.com/facilities/oxford-gene-technology

Proper Citation: Oxford Gene Technology (RRID:SCR_012551)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May 
5,2024. Provides range of high-quality genomics services, including next generation 
sequencing (whole exome, pre-designed panels, custom panels, RNA-Seq) and microarray 
processing (aCGH-CNV, miRNA, gene expression).

Abbreviations: OGT

Resource Type: commercial organization, service resource

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Oxford Gene Technology

Resource ID: SCR_012551

Alternate IDs: SciEx_4593

Record Creation Time: 20220129T080311+0000

Record Last Update: 20250505T054155+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_012551/resolver
http://www.scienceexchange.com/facilities/oxford-gene-technology


No rating or validation information has been found for Oxford Gene Technology.

No alerts have been found for Oxford Gene Technology.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 122 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.

Ceroni F, et al. (2023) Analysis of Fibroblast Growth Factor 14 (FGF14) structural variants 
reveals the genetic basis of the early onset nystagmus locus NYS4 and variable ataxia. 
European journal of human genetics : EJHG, 31(3), 353.

Srikanth S, et al. (2021) Position effects of 22q13 rearrangements on candidate genes in 
Phelan-McDermid syndrome. PloS one, 16(7), e0253859.

Schenkel LC, et al. (2021) DNA methylation epi-signature is associated with two molecularly 
and phenotypically distinct clinical subtypes of Phelan-McDermid syndrome. Clinical 
epigenetics, 13(1), 2.

Burton MA, et al. (2020) Folic Acid Induces Intake-Related Changes in the Mammary Tissue 
Transcriptome of C57BL/6 Mice. Nutrients, 12(9).

Banfi P, et al. (2020) Lamotrigine induced Brugada-pattern in a patient with genetic epilepsy 
associated with a novel variant in SCN9A. Gene, 754, 144847.

Soderquist CR, et al. (2020) Genetic and phenotypic characterization of indolent T-cell 
lymphoproliferative disorders of the gastrointestinal tract. Haematologica, 105(7), 1895.

Cilibrasi C, et al. (2019) A Ploidy Increase Promotes Sensitivity of Glioma Stem Cells to 
Aurora Kinases Inhibition. Journal of oncology, 2019, 9014045.

Eisfeldt J, et al. (2019) Comprehensive structural variation genome map of individuals 
carrying complex chromosomal rearrangements. PLoS genetics, 15(2), e1007858.

Hada M, et al. (2019) Nitric Oxide Is Involved in Heavy Ion-Induced Non-Targeted Effects in 
Human Fibroblasts. International journal of molecular sciences, 20(18).

Lundin J, et al. (2019) Further support linking the 22q11.2 microduplication to an increased 
risk of bladder exstrophy and highlighting LZTR1 as a candidate gene. Molecular genetics & 
genomic medicine, 7(6), e666.

https://neuinfo.org/about/sources/nlx_144509-1
https://neuinfo.org/data/record/nlx_144509-1/SCR_012551/resolver/mentions


Hassan S, et al. (2019) A Unique Panel of Patient-Derived Cutaneous Squamous Cell 
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