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Proper Citation

Scalpel (RRID:SCR_012107)

Resource Information

URL: http://scalpel.sourceforge.net/

Proper Citation: Scalpel (RRID:SCR_012107)

Description: A software package for detecting INDELs (INsertions and DELetions) 
mutations in a reference genome which has been sequenced with next-generation 
sequencing technology (e.g., Illumina).

Resource Type: software resource

Defining Citation: PMID:25128977

Keywords: software package, c++, perl, bio.tools

Funding:

Resource Name: Scalpel

Resource ID: SCR_012107

Alternate IDs: biotools:scalpel, OMICS_05395

Alternate URLs: https://bio.tools/scalpel

Record Creation Time: 20220129T080308+0000

Record Last Update: 20250420T014606+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_012107/resolver
http://scalpel.sourceforge.net/
https://pubmed.ncbi.nlm.nih.gov/25128977


No rating or validation information has been found for Scalpel.

No alerts have been found for Scalpel.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 54 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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through p53 dysfunction and genome doubling. Nature communications, 15(1), 4871.

Hariprakash JM, et al. (2024) Leveraging Tissue-Specific Enhancer-Target Gene Regulatory 
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Cancer research, 84(1), 133.

Malamon JS, et al. (2024) A comparative study of structural variant calling in WGS from 
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Caswell DR, et al. (2024) The role of APOBEC3B in lung tumor evolution and targeted 
cancer therapy resistance. Nature genetics, 56(1), 60.

Elhassan YS, et al. (2024) Primary unilateral macronodular adrenal hyperplasia with 
concomitant glucocorticoid and androgen excess and KDM1A inactivation. European journal 
of endocrinology, 191(3), 334.

Feng J, et al. (2023) Primary papillary epithelial tumor of the sella and posterior pituitary 
tumor show similar (epi)genetic features and constitute a single neuro-oncological entity. 
Neuro-oncology, 25(8), 1487.

Spain L, et al. (2023) Late-Stage Metastatic Melanoma Emerges through a Diversity of 
Evolutionary Pathways. Cancer discovery, 13(6), 1364.
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133(19).

Wobser M, et al. (2022) Panel Sequencing of Primary Cutaneous B-Cell Lymphoma. 
Cancers, 14(21).

Au L, et al. (2021) Determinants of anti-PD-1 response and resistance in clear cell renal cell 
carcinoma. Cancer cell, 39(11), 1497.

Freed-Pastor WA, et al. (2021) The CD155/TIGIT axis promotes and maintains immune 
evasion in neoantigen-expressing pancreatic cancer. Cancer cell, 39(10), 1342.

Ma Y, et al. (2021) Copy number loss in granzyme genes confers resistance to immune 
checkpoint inhibitor in nasopharyngeal carcinoma. Journal for immunotherapy of cancer, 
9(3).

Jones W, et al. (2021) A verified genomic reference sample for assessing performance of 
cancer panels detecting small variants of low allele frequency. Genome biology, 22(1), 111.

Leoni G, et al. (2021) VENUS, a Novel Selection Approach to Improve the Accuracy of 
Neoantigens' Prediction. Vaccines, 9(8).

Zhang Z, et al. (2021) Protocol for detecting plastic changes in defined neuronal populations 
in neuropathic mice. STAR protocols, 2(3), 100698.

Zhang S, et al. (2021) Integrated Analysis of Genomic and Immunological Features in Lung 
Adenocarcinoma With Micropapillary Component. Frontiers in oncology, 11, 652193.

Carrot-Zhang J, et al. (2021) Whole-genome characterization of lung adenocarcinomas 
lacking the RTK/RAS/RAF pathway. Cell reports, 34(5), 108707.

Zhang X, et al. (2021) Distinct genomic profile in h. pylori-associated gastric cancer. Cancer 
medicine, 10(7), 2461.


