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Proper Citation

UCSC Cancer Genomics Browser (RRID:SCR_011796)

Resource Information

URL.: https://genome-cancer.ucsc.edu/

Proper Citation: UCSC Cancer Genomics Browser (RRID:SCR_011796)

Description: A suite of web-based tools to visualize, integrate and analyze cancer
genomics and its associated clinical data. It is possible to display your own clinical data
within one of their datasets.

Abbreviations: Cancer Genomics Browser
Resource Type: service resource, database, data or information resource

Defining Citation: PMID:23109555, PMID:21059681, PMID:19333237

Keywords: genome, genomics, clinical, next-generation sequencing, chromosome, gene,
FASEB list

Related Condition: Cancer

Funding: NCI ;

NHGRI ;

American Association for Cancer Research ;

UCSF Comprehensive Cancer Center ;
California Institute for Quantitative Biosciences

Availability: Acknowledgement requested
Resource Name: UCSC Cancer Genomics Browser
Resource ID: SCR_011796

Alternate IDs: OMICS 00925

Record Creation Time: 20220129T080306+0000
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Ratings and Alerts
No rating or validation information has been found for UCSC Cancer Genomics Browser.

No alerts have been found for UCSC Cancer Genomics Browser.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 589 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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