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Type: Tool

Proper Citation

Institute of Bioinformatics and Systems Biology; Neuherberg; Germany (RRID:SCR_011307)

Resource Information

URL: http://www.helmholtz-muenchen.de/en/ibis

Proper Citation: Institute of Bioinformatics and Systems Biology; Neuherberg; Germany 
(RRID:SCR_011307)

Description: Hosts the Munich Information Center for Protein Sequences (MIPS) and its 
main focus is the genome-oriented bioinformatics, in particular the systematic analysis of 
genome information including the development and application of bioinformatics methods in 
genome annotation, expression analysis and proteomics. MIPS supports and maintains a set 
of generic databases as well as the systematic comparative analysis of microbial, fungal, and 
plant genomes.

Abbreviations: IBIS

Synonyms: Institute for Bioinformatics and Systems Biology

Resource Type: institution

Funding:

Resource Name: Institute of Bioinformatics and Systems Biology; Neuherberg; Germany

Resource ID: SCR_011307

Alternate IDs: nlx_93229

Record Creation Time: 20220129T080303+0000
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Record Last Update: 20250420T014532+0000

Ratings and Alerts

No rating or validation information has been found for Institute of Bioinformatics and Systems 
Biology; Neuherberg; Germany.

No alerts have been found for Institute of Bioinformatics and Systems Biology; Neuherberg; 
Germany.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 96 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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reports, 14(1), 30779.
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61, 101240.
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research and treatment, 198(2), 335.
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