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RRID:SCR_010624
Type: Tool

Proper Citation

Rutgers Cell and DNA Repository (RRID:SCR_010624)

Resource Information

URL: http://www.rucdr.org/

Proper Citation: Rutgers Cell and DNA Repository (RRID:SCR_010624)

Description: RUCDR is a biobank and a service organization that maintains human blood,
serum, saliva, tissue and the genetic products derived from those. Services include technical
consultation and logistical support for biobanking. Researchers can order biomaterials and
apply for phenotypic / genotypic data.

Abbreviations: RUCDR

Synonyms: Rutgers Cell DNA Repository, Rutgers University Cell DNA Repository
Resource Type: biomaterial supply resource, material resource, cell repository
Keywords: genetics, disease, phenotypic data, genotypic data, cell, dna, blood, cell line
Funding:

Availability: Researchers can order biomaterials and apply for phenotypic / genotypic data,
Depending on the project.

Resource Name: Rutgers Cell and DNA Repository
Resource ID: SCR_010624
Alternate IDs: nix_60990

Record Creation Time: 20220129T080259+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_010624/resolver
http://www.rucdr.org/

Record Last Update: 20250407T215859+0000

Ratings and Alerts
No rating or validation information has been found for Rutgers Cell and DNA Repository.

No alerts have been found for Rutgers Cell and DNA Repository.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 36 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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