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Proper Citation

GAMMA (RRID:SCR_009484)

Resource Information

URL: http://www.nitrc.org/projects/gamma_suite/

Proper Citation: GAMMA (RRID:SCR_009484)

Description: GAMMA suite is an open-source cross-platform data mining software
package designed to analyze neuroimaging data. A neuroimaging study often focuses on
biomarker detection and classification. We designed and implemented a Bayesian,
multivariate, nonparametric suite of algorithms for analyzing neuroimaging data. The
GAMMA suite can be used for brain morphometric analysis, lesion-deficit analysis, and
functional MR data analysis.

Abbreviations: GAMMA

Synonyms: GAMMA Suite

Resource Type: data processing software, image analysis software, software application,
software resource

Keywords: reusable library, analyze, c, c++, console (text based), computed tomography,
cygwin, hp-ux, linux, macos, microsoft, modeling, magnetic resonance, nifti, pet, spect,
posix/unix-like, quantification, statistical operation, volumetric analysis, win32 (ms
windows), windows, neuroimaging

Availability: GNU General Public License

Resource Name: GAMMA

Resource ID: SCR_009484

Alternate IDs: nlx_155632

Record Creation Time: 20220129T080253+0000

Record Last Update: 20260821T193853+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_009484/resolver
http://www.nitrc.org/projects/gamma_suite/


Ratings and Alerts

No rating or validation information has been found for GAMMA.

No alerts have been found for GAMMA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 692 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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