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Single Nucleotide Polymorphism Spectral 
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RRID:SCR_008621
Type: Tool

Proper Citation

Single Nucleotide Polymorphism Spectral Decomposition (SNPSpD) (RRID:SCR_008621)

Resource Information

URL: http://gump.qimr.edu.au/general/daleN/SNPSpD/

Proper Citation: Single Nucleotide Polymorphism Spectral Decomposition (SNPSpD) 
(RRID:SCR_008621)

Description: SNPSpD is a method of correcting for non-independance of single nucleotide 
polymorphisms (SNPs) in linkage disequilibrium (LD) with each other, on the basis of the 
spectral decomposition (SpD) of matrices of LD between SNP''s. Additionally, output from 
SNPSpD includes eigenvalues, principal-component coefficients, and factor loadings after 
varimax rotation, enabling the selection of a subset of SNPs that optimize the information in 
a genomic region.

Abbreviations: SNPSpD

Synonyms: Single Nucleotide Polymorphism Spectral Decomposition

Resource Type: production service resource, data analysis service, analysis service 
resource, service resource

Defining Citation: PMID:14997420

Keywords: bio.tools

Funding: National Health and MRC Australia 241916

Resource Name: Single Nucleotide Polymorphism Spectral Decomposition (SNPSpD)

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_008621/resolver
https://neuinfo.org/data/record/nlx_144509-1/SCR_008621/resolver
http://gump.qimr.edu.au/general/daleN/SNPSpD/
https://pubmed.ncbi.nlm.nih.gov/14997420


Resource ID: SCR_008621

Alternate IDs: biotools:snpspd, nif-0000-31985

Alternate URLs: https://bio.tools/snpspd

Old URLs: http://genepi.qimr.edu.au/general/daleN/SNPSp

Record Creation Time: 20220129T080248+0000

Record Last Update: 20250424T065001+0000

Ratings and Alerts

No rating or validation information has been found for Single Nucleotide Polymorphism 
Spectral Decomposition (SNPSpD).

No alerts have been found for Single Nucleotide Polymorphism Spectral Decomposition 
(SNPSpD).

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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Lamontagne M, et al. (2013) Refining susceptibility loci of chronic obstructive pulmonary 
disease with lung eqtls. PloS one, 8(7), e70220.
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temporal epilepsy. Epilepsy research, 94(1-2), 110.

Chakrabarti B, et al. (2011) Variation in the human cannabinoid receptor CNR1 gene 
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