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Gnuplot (RRID:SCR_008619)

Resource Information

URL: http://www.gnuplot.info/

Proper Citation: Gnuplot (RRID:SCR_008619)

Description: Gnuplot is a portable command-line driven graphing utility for linux, OS/2,
MS Windows, OSX, VMS, and many other platforms. The source code is copyrighted but
freely distributed (i.e., you don''t have to pay for it). It was originally created to allow
scientists and students to visualize mathematical functions and data interactively, but has
grown to support many non-interactive uses such as web scripting. It is also used as a
plotting engine by third-party applications like Octave. Gnuplot has been supported and
under active development since 1986. Gnuplot supports many types of plots in either 2D
and 3D. It can draw using lines, points, boxes, contours, vector fields, surfaces, and
various associated text. It also supports various specialized plot types. Demos here.
Gnuplot supports many different types of output: interactive screen terminals (with mouse
and hotkey input), direct output to pen plotters or modern printers, and output to many file
formats (eps, fig, jpeg, LaTeX, metafont, pbm, pdf, png, postscript, svg, ...). Gnuplot is
easily extensible to include new output modes. Recent additions include an interactive
terminal based on wxWidgets and the creation of mousable graphs for web display using
the HTML5 canvas element.

Synonyms: Gnuplot

Resource Type: software resource

Resource Name: Gnuplot

Resource ID: SCR_008619

Alternate IDs: nif-0000-31978

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260808T185912+0000
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Ratings and Alerts

No rating or validation information has been found for Gnuplot.

No alerts have been found for Gnuplot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 621 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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