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Cheng Li Lab of Computational Genomics (RRID:SCR_008613)

Resource Information

URL.: http://www.hsph.harvard.edu/cli/complab/dchip/

Proper Citation: Cheng Li Lab of Computational Genomics (RRID:SCR_008613)

Description: Sponsor:

support is NIH grant RO1 GM077122

National Institutes of Health, Claudia Adams Barr Program, and Friends of DFCI.

We are interested in how genomics changes promote cancer progression. Through
collaboration with biomedical researchers, we analyze high-throughput microarray and
seguencing data to study genomics, expression, and network changes in cancer cells. New
methods are packaged into widely-used software such as dChip, which has been cited more
than 1600 times.

Synonyms: Cheng Li Lab

Resource Type: laboratory portal, organization portal, data or information resource, portal
Funding:

Resource Name: Cheng Li Lab of Computational Genomics

Resource ID: SCR_008613

Alternate IDs: nif-0000-31958

Alternate URLSs: http://www.dchip.org

Record Creation Time: 20220129T080248+0000

Record Last Update: 20250420T014431+0000
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Ratings and Alerts

No rating or validation information has been found for Cheng Li Lab of Computational
Genomics.

No alerts have been found for Cheng Li Lab of Computational Genomics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 31 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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