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Silkworm Genome Database
RRID:SCR_008242
Type: Tool

Proper Citation

Silkworm Genome Database (RRID:SCR_008242)

Resource Information

URL: http://papilio.ab.a.u-tokyo.ac.jp/genome/index.html

Proper Citation: Silkworm Genome Database (RRID:SCR_008242)

Description: Silkbase''s objective is to build a foundation for the complete genome analysis 
of Bombyx mori.

Synonyms: Silkworm Genome Database

Resource Type: database, data or information resource

Keywords: anopheles gambiae, bombyx mori, drosophila, genome, moth, samia cynthia 
invertebrate databases

Funding:

Resource Name: Silkworm Genome Database

Resource ID: SCR_008242

Alternate IDs: nif-0000-21370

Record Creation Time: 20220129T080246+0000

Record Last Update: 20250412T055244+0000

Ratings and Alerts

No rating or validation information has been found for Silkworm Genome Database.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_008242/resolver
http://papilio.ab.a.u-tokyo.ac.jp/genome/index.html


No alerts have been found for Silkworm Genome Database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 3 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.

Senaratne AP, et al. (2021) Formation of the CenH3-Deficient Holocentromere in 
Lepidoptera Avoids Active Chromatin. Current biology : CB, 31(1), 173.

Cortes-Silva N, et al. (2020) CenH3-Independent Kinetochore Assembly in Lepidoptera 
Requires CCAN, Including CENP-T. Current biology : CB, 30(4), 561.

Singh D, et al. (2016) A comprehensive view of the web-resources related to sericulture. 
Database : the journal of biological databases and curation, 2016.

https://neuinfo.org/about/sources/nlx_144509-1
https://neuinfo.org/data/record/nlx_144509-1/SCR_008242/resolver/mentions

