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Resource Information

URL.: http://baygenomics.ucsf.edu/

Proper Citation: BayGenomics (RRID:SCR_008168)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 29,
2016. The BayGenomics gene-trap resource provides researchers with access to thousands
of mouse embryonic stem (ES) cell lines harboring characterized insertional mutations in
both known and novel genes. The major goal of BayGenomics is to identify genes relevant to
cardiovascular and pulmonary disease.

Abbreviations: BayGenomics
Resource Type: material resource, tissue bank, biomaterial supply resource

Keywords: embryonic, expression, gene, bioinformatic, cardiopulmonary, cell, clone,
disease, genomic, germline, insertional, line, mouse, mutant, mutation, pulmonary, stem,
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Funding:
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Resource Name: BayGenomics
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Alternate IDs: nif-0000-21042
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Ratings and Alerts
No rating or validation information has been found for BayGenomics.

No alerts have been found for BayGenomics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 75 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Starkova TY, et al. (2019) The Profile of Post-translational Modifications of Histone H1 in
Chromatin of Mouse Embryonic Stem Cells. Acta naturae, 11(2), 82.

Coulter ME, et al. (2018) The ESCRT-III Protein CHMP1A Mediates Secretion of Sonic
Hedgehog on a Distinctive Subtype of Extracellular Vesicles. Cell reports, 24(4), 973.

Lao Y, et al. (2018) DeSUMOylation of MKK7 kinase by the SUMO2/3 protease SENP3
potentiates lipopolysaccharide-induced inflammatory signaling in macrophages. The Journal
of biological chemistry, 293(11), 3965.

Li S, et al. (2017) Cell-type specific role of the RNA-binding protein, NONO, in the DNA
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