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Proper Citation

Affymetrix (RRID:SCR_007817)

Resource Information

URL: http://www.affymetrix.com/

Proper Citation: Affymetrix (RRID:SCR_007817)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on May
17,2023. Affymetrix is a partially commercial resource that provides DNA Analysis Arrays,
Expression Analysis Arrays, Gene Regulation Analysis, and Microarrays. It also provides
reagents and assays, instruments, software, and services for a fee. Information is
provided for Rats, Humans, and Mice.Affymetrix is now Applied Biosystems, brand of DNA
microarray products sold by Thermo Fisher Scientific that originated with an American
biotechnology research and development and manufacturing company of the same name.

Synonyms: NetAffx

Resource Type: commercial organization

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Affymetrix

Resource ID: SCR_007817

Alternate IDs: SCR_010231, nIx_156842, nif-0000-03189
Record Creation Time: 20220129T080243+0000

Record Last Update: 20260807T042659+0000

Ratings and Alerts
No rating or validation information has been found for Affymetrix.

No alerts have been found for Affymetrix.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1683 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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adipose tissue in healthy abdominally obese subjects with high versus low liver fat: a
secondary analysis of a randomized clinical trial. Nutrition & metabolism, 22(1), 112.

Shen Y, et al. (2025) Genetic Analysis of Prenatal Renal Abnormalities in 17q12
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International Society for Bioengineering and the Skin (ISBS) [and] International Society for
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metabolic dysfunction-associated steatotic liver disease. Stem cell research & therapy,
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Mao Q, et al. (2023) A significant, functional and replicable risk KTN1 variant block for
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