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Proper Citation

miRGen (RRID:SCR_007796)

Resource Information

URL: http://carolina.imis.athena-innovation.gr/diana_tools/web/index.php?r=mirgenv3

Proper Citation: miRGen (RRID:SCR_007796)

Description: An integrated database of positional relationships between animal miRNAs
and genomic annotation sets and animal miRNA targets according to combinations of
widely used target prediction programs. miRGen has three connected interfaces which
guery this data. The Genomics interface allows the user to explore where whole-genome
collections of miRNAs are located with respect to UCSC genome browser annotation sets
such as Known Genes, Refseq Genes, Genscan predicted genes, CpG islands, and
pseudogenes. The Targets interface provides access to unions and intersections of four
widely used target prediction programs, and experimentally supported targets from
TarBase. The Clusters interface provides predicted miRNA clusters at any given inter-
mMiRNA distance, and provides specific functional information on the targets of miRNAs
within each cluster.

Synonyms: miRGen

Resource Type: data or information resource, database
Keywords: FASEB list

Resource Name: miRGen

Resource ID: SCR_007796

Alternate IDs: nif-0000-03137

Old URLSs: http://www.diana.pcbi.upenn.edu/miRGen
Record Creation Time: 20220129T080243+0000

Record Last Update: 20260801T191007+0000
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Ratings and Alerts
No rating or validation information has been found for miRGen.

No alerts have been found for miRGen.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 51 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Briefings in bioinformatics, 22(1), 380.
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Li Y, et al. (2019) MicroRNA-200b is downregulated and suppresses metastasis by
targeting LAMA4 in renal cell carcinoma. EBioMedicine, 44, 439.

Wang M, et al. (2019) miR-302a inhibits human HepG2 and SMMC-7721 cells proliferation
and promotes apoptosis by targeting MAP3K2 and PBX3. Scientific reports, 9(1), 2032.

Wang LH, et al. (2018) Downregulation of miR?29b targets DNMT3b to suppress cellular
apoptosis and enhance proliferation in pancreatic cancer. Molecular medicine reports,
17(2), 2113.
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Transcriptome in Papillary Thyroid Carcinoma. Frontiers in endocrinology, 9, 158.
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immunosuppressive porcine cytomegalovirus infection. Virology journal, 15(1), 16.

Ji Q, et al. (2018) Cryptotanshinone Protects Cartilage against Developing Osteoarthritis
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